This article reports the use of the GsuI restriction enzyme to differentiate genotypes of Bovine Coronavirus (BCoV), based on an 18-nucleotide deletion of S1-coding region found in one of the two genotypes. It was concluded that this assay can be used as a rapid tool for BCoV genotypes differentiation. 
group 2 of the genus Coronavirus (Nidovirales:
Coronaviridae) (5, 7) , with a genome formed by a singlestranded non-segmented positive-sense RNA with 32 kb, arranged in a nucleocapsid of helical symmetry in association with the N nucleoprotein, a conserved phosphoprotein with 50-60kDa rich in basic amino acids (7, 9) . The viral envelope of BCoV is formed by a lipid bi-layer with four structural proteins (HE, S, E and M), resulting in a spiked structure (9) . 
